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High-throughput Array Production

SMP3 (0.25 ul uptake)

» No. of Arraying Robots = 6
> Simultaneous printing = 660 arrays
> Operation Time = 16 hrs/day

Barcoded slides
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ProCIS (Production Cycle Informatics System)

Master Set \‘Q

Replnca’re
Weigh Ampl 'fL

Usage Table Printing Set Wor‘klgng Set .
Scan Slides Agarose Gel
Electrophoresis
Print Resuspend oCR Renort ‘g
epor

with Gel Images

'Prin‘red ARRAY CLONE , \
Microarrays  pRODUCTION Lyophilized Set ppopucTION Purityy

Process \ Purified Set
‘ Quanh
Processed Dry Transfer
Microarrays \/leld Repor‘r

QC ReporT

Printing Set
th Itmages Sequencmg Set
Fill orders Analyze Sequence and

Shipment Recor‘ds Certificate of Analysis Genelist
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Master node: 3X250GB

Cluster node: 75GB

Xserve RAID

processors per node

Memory
Master node: 4GB

Cluster node: 2GB

Two 2.0GHz G5
Hard drive

Fibre Channel

Processor:

Three Xserve G5 nodes

informatics

0
in Canada

www.microarrays.ca

Cluster
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CIBEX jer
MIAME, which i

Search

Accession
Title

Authors

Accession
Model Name

Provider

Topic

enter for nformation iology gene

Browse

Statistics
Experiments

Arrays

pression database

-

J‘xepo

<3 NCBI

GE® .

ene Expression Omnibu

NCBI Handbook Chapter

NAR 2002 Paper | FAQ | MIA

Email GEO

NCBI > GEO

The Gene Expression Omnibus is a high-throughput gene expression / molecular
abundance data repository, as well as a curated, online resource for gene expression
data browsing, query and retrieval. GEO became operational in July 2000.

REAY
 ROWSE

European Bioinformatics Institute

Hybridizations
EBI Home

[ArrayExpress

e RIKEN data is submitted to CIBEX

Query Database >>
Login To Database >>
Submissions

Help & Documentation
Microarray Standards
Software

Microarray Home >>

Highlights

+ MGED 7 Meeting

University of Toronto.

Toronto, Ontario.
Canada.

08/09/2004 - 10/09/2004

Register Now

About EBI

Research Services Toolbox

UEVISGICERN at the EBI

ArrayExpress is a public repository for microarray
data, which is aimed at storing well annotated data
in accordance with MGED recommendations.

Databases

D"
ArrayExpress I

Downloads

CJ
e
3

Submissions

Fission Yeast Cell
Cycle Data
13/06/2004

Query Database >>
Login To Database >>
NEW Try gene queries in Experiments:
prototype data warehouse >>

Arrays:
Submissions
Help & Documentation
EAQ

Protocols:
Hybridizations:
Microarray Standards

Software

Microarray Home >>

Please read our ArrayExpress FAQ before contacting us at
arrayexpress(@ebi.ac.uk.

Current Content Overview:

View
View

View

Data from approximately
200 hy of yeast
Schizosaccharomyces  infor
pombe is now available
from ArrayExpress -
accession numbers E-
MEXP-54 to E-MEXP-64
and G. Rustici et al.
‘Periodic Gene Expression
Program of the Fission

Yeast Cell Cycle', Nature Scope: = Self In: HTML

GPL Platforms
GSM Samples 23
GSE Series
Total

Documentation

Overview | FAQ
Web deposit brief
Batch deposit guide
SOFT examples
Linking & citing
GDS Clustering
GEO announce list
Data disclaimer
GEO staff

Query & Browse

DataSet browser
Repository browser
SAGEmap

FTP site

GEO Profiles

GEO Datasets
Deposit & Update
Web deposit

Direct deposit

New account
External Tools

coming soon

s ) view: | Quick '3} EI

Genetics. Direct link to
data in ArrayExpress.

Updated Proposal On
Encoding MIAME In
MAGE-ML
13/05/2004

An updated version of the

recommendations on how
to encode MIAME required
information in MAGE-ML is
available from here.

News Archive




Creating New Arrays -
Hluman 8k




Microarray Types  wwae

Human CpGIL

Jan 2000 — Jun 2004:
A
> 1.54 trillion spots :

Drosophila 14.6K* ‘
Tuberculosis 4.5K*

~ 28.5 million spots/month

Mouse CpGI 7.3K*

Human CpGI 12K
Human Immune 2.3K

Mouse 15K
Human 19K

Yeast 6.4K

Custom Bacteria, Fungus, Corn, Potato, Wheat

i i i
2001 2002 r{00K;

* For internal use only
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Isothermal linear amplification T7 in vitro transcription (100ng -
(20ng -blue & 100ng -yellow) blue & 500ng -yellow) /A
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Viethods Journals

nature methods










Spotted Arrays

Affymetrix
GeneChips™

Labelling
Hybridisation
Scanning
Informatics

Data Warehousing
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lTracking G

GE Projec

RNA Sample
e | + | @ hutp://www.microarrays.ca/RNA/

(an] Apple .Mac Newsv Citrix RIS OntoExpress Other...v UHNMAC Affymetrix Login Intranet Brycetech Bryce Visions of Dreams Interestingv Wileyv

s 673}
UHN Microarray Centre RNA Sample oisiio A

RNA Sample Data Management
RNA Sample Tracking




lTracking Experiments

UHN RNA Sample Management

ID

Description

RNA Received

RNA quality check completed
Samples being labelled
Microarrays being hybridised
Arrays being scanned
Image Quantitation

Data being analysed

Data ready

CD Shipped

Retrieve

'2004-10-20
'Dr. Who - Dalek RNA
'2004-9-19 11:4:28

'2004-9-19 11:4:29




Customer Acce

UHN Microarray Centre RNA Sample Tracking Result

iD 1
Description test

RNA Received n 2004-03-26 12:

RNA quality check completed 2004-03-26 12:

RNA Quatty
Chwch Corrysiets

Samples being labelled 2004-06-04 23:

“arrean finng
Labete

Microarrays being hybridised 2004-06-04 23:

Arrays being scanned ' 2004-06-04 23:

Dedew g
Sanned

Image Quantitation 2004-06-04 23:

Data being analysed ﬁ 2004-06-04 23:
>

Data ready = 2004-06-04 23:

CD Shipped 2004-06-04 23:

Sample Tracking RNA Sample







www.microarrays.ca
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support

MICROARRAY ﬁ\ »

CENTRE b’
University H ealth Network

products & services resource links

2. SUPPORT

Gene Lists

Each of our microarrays has a unique layout. The genelist describes what
» GENE LISTS on the a is. It is critical that the ri ayout r the

shipments o ]
you are re ng, please refer to the sheet if you are unsure.

Microarray Slides Gene List

QuantArray GenePix lobion Sequence

Single Spot H19Kv7 6 zip € zip £ zip

Human 1.7Kv8

Human CpG 12Kv1
I~ SUBSCRIBE TO OUR

NEWSLETTER| |oue

Mouse 7.4Kv1
Yeast 6.4Kv4

Single Spot H19Kv6
Single Spot H19Kv4
Human 19Kv6

Human 19Kv4

Human 19Kv3

Human 19Kv2.2

Microarray
Centre

Human 1.7Kv7

Human 1.7Kv4

8.6.6.88.:06.066 0.60:06:06.0
8,660 .8.06.0.6 0006060




s Not Enougn

University H ealth Network

MICROARRAY F »
CENTRE Q'

Support Session

oin 1 Start
2 - o :
} Assistance a support session o a support session

W Get Support
Join Sesslon

) Provide Support

©2000-2004.
University Health Network / Princess Margaret Hospital / Ontario Cancer Institute.
All Rights Reserved.




Whnere Do We Go From Here”?




Beyond Expression
Microarrays
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[I1 Apple .Mac Newsv Citrix RIS OntoExpress Other..v UHNMAC Affymetrix Maps Login

MICROARRAYﬁ\ »
CENTRE b

University H ealth Network

Intranet Brycetech PocketMac ... Bookmarks v

] L L
NEE ®
products & services services resource links

HOME | SITE N

MICROARAT

TECHNOLOGY.

NEWS NEWSLETTER
17/12/03
The UHN Microarray Centre Launches at The Ontario
Gene Expression Service e [nstitute, Univ
The UHN Mic ntre has 3 i Health Netw

SUBSCRIBE TO OUR
17/11/03
The UHN Microarray Centre to Host

MGED 7
The UHN




